@ CORTEVA

agriscience

ToxTracker — A Key to Early-Stage Molecule Genetox Testing

Stephanie Kellum?, Abby Myhrel, Suhair Al Janabi!, Raja Settivari!, Giel Hendricks?, Remco Derr?
1Corteva Agriscience, Delaware, USA; 2 Toxys B.V. Leiden, The Netherlands,

ABSTRACT CHALLENGES FACED MODIFICATIONS TO IMPORTANCE OF THE
ToxTracker is a unique genotoxicity assay that combines As testing progressed there where challenges that needed to be OVERCOM E CHA L L ENG ES MOD' F | CAT| ONS
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for-purpose for early-stage screening of the genotoxic 1. Instead of runnina everv-other concentration in the ranae » Reduction in test material quantities needed is crucial, as the majority of the
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ToxTracker ACE assay can help to identify molecules that * ACE Data analysis :' Tl 1:1¢ | . ™ P + The same applies to have positive controls that respond as expected.
have the potential to classify as kinase inhibitors. By ; _ - 11 \I?;llisdsmg positive controls are required in order to consider the resulting data

modifying the assay for fit-for-purpose it saves time, and
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genotoxic properties. In this poster we will present the
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Test Material Requirements and Flow Cytometer
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ToxTracker ACE Is designed to provide a multiplexed platform
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2. In the main assay, the wild-type cells (B4418) are tested
concurrently with the BSCL2 and RTKN reporter cells lines

that :jncléjdes markers for DNA dacrlnalge as Frccledlctorsll‘or t?e 1. By focusing on the genetox endpoints only, the test material regardless of the presence or absence of autofluorescence to
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misfoldin ’ ’ cytometer analysis time per test material. cells lines to that observed in the WTs.
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With the capabillity of conducting the ToxTracker ACE assay, >
testing can be performed for: By including cyclophosphamide (CP) as an additional +S9

v r... control, the rate of failure due to the +S9 control, Aflatoxin B1
= v (AFB1) was eliminated.
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2. Reproducibility from run to run allowed for reduction in the

WHY TOXT RACK ER number of runs from 3 to 2. If the 2 runs are not concordant,

then a third run would be conducted. Reduction in the
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Rtkn Aflatoxin B1 +S9
Rtkn Aflatoxin B1 +S9

e Collaborate with Toxys to automate the ToxTracker ACE assay where
applicable to improve efficiency.
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